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Very	
  broad	
  appeal	
  
Example	
  demographic	
  data	
  

	
  
	
  
	
  
	
  
	
  

Gender 

Male Female 

Occupation 

Student Computer 

Labor Unemployed 

Technical Science 

Busn./Finan./Legal Art 

Education Retired 

Country 

USA UK 

Germany France 

Poland Sweden 

Netherlands Australia 

Russian Federation Portugal 

New Zealand Argentina 

Other 



Prior knowledge of biochemistry 

None 

High school / Basic 

One undergraduate course 

Majored in biology or similar 

PhD in chemistry or organic 
chemistry 

PhD in biochemistry 30 years 
ago 

Professionally involved 

Very	
  broad	
  appeal	
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